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Abstract Objective: To investigate the changes of intestinal flora in Helicobacter pylori (HP)-positive gas-
tric ulcer patients with gastric bleeding after omeprazole combined with thrombin treatment based on metagenom-
ics. Methods: A total of 106 patients with HP-positive gastric ulcer accompanied by gastric bleeding admitted to
our hospital from January 2022 to October 2023 were selected as the study objects. They were randomly divided
into omeprazole group(n =53) and combined group(n =53). Clinical data of the two groups were compared, in-
testinal stool samples were collected, and metagenomic detection was performed to analyze the changes of intesti-
nal flora of the two groups. Results: Before treatment, Alloprevotella accounted for the largest proportion of in-
testinal flora in the two groups(14. 86 % and 15.03% , respectively) , followed by Helicobacter, and there were no

statistically significant differences in intestinal flora between the two groups(P =>0. 05). After treatment, the pro-
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portion of Alloprevotella, Blautia, Prevotella, Roseburia and Rothia in intestinal flora of patients in both groups
increased. Alloprevotella, Blautia, Prevotella and Rothia in combination group were higher than omeprazole
group, while Helicobacter was lower than omeprazole group, statistically significant (P <C0.05). Before treat-
ment, there was no significant difference in intestinal flora diversity between the two groups(P >>0.05). After
treatment, o diversity and f diversity of intestinal flora in combination group were lower than those in omeprazole
group, and the difference between the two groups was statistically significant(P <C0. 05). Lefse analysis of intesti-
nal dominant bacteria in the two groups showed that the intestinal dominant bacteria in the two groups before
treatment were Alloprevotella, Helicobacter and Veillonella. After treatment, the dominant bacterial groups of
omeprazole group were Alloprevotella and Helicobacter, and the combined group were Alloprevotella, Blautia,
Prevotella and Rothia. The results of functional enrichment difference analysis showed that the KEGG function of
intestinal flora between the two groups was mainly concentrated in 26 functional categories, including amino acid
metabolism, carbohydrate metabolism. cell reproductive process and signal transduction, and energy metabolism,
and there was no statistical significance in all functional categories between the two groups before treatment(P >
0.05). After treatment, compared with the combined group, the intestinal flora of omeprazole group was abnor-
mal with the above 26 KEGG functions, and the difference between the two groups was statistically signifi-
cant(P<C0. 05). Conclusion: After treatment with omeprazole combined with thrombin, intestinal flora of HP-

positive gastric ulcer patients changed, and the diversity of intestinal flora decreased. Alloprevotella, Blautia, Pre-

%32 %

votella and Rothia were the dominant intestinal flora, and the flora function was improved.
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