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Abstract Objective: To explore the regulatory effect of Qingchang Wenzhong Decoction(QCWZD) on tissue-
resident memory CD4" T cells (CD4" Trycells) in mice with DSS-induced colitis. Methods: Healthy female
C57BL/6 mice were randomly divided into control group, model group, QCWZD low-dose group, QCWZD medi-
um-dose group, QCWZD high-dose group. Mice in control group were fed and watered freely throughout the
whole process. Model group and doses group of QCWZD were used to replicate the UC model by freely drinking
2.5 % (w/v) DSS solution for 7 days. At the same time, model group was given deionized water gavage, each
dose group of QCWZD were given the corresponding concentration of QCWZD intervention for 1 week. During
this period, the mice were observed daily for general condition, weight measurement, detection of fecal occult

blood, recording of fecal properties, and calculation of disease activity index(DAI). After the intervention, colonic
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tissues were retained, single cell suspensions were prepared, and the levels of CD4" Tgy cells were detected by
flow cytometry. Application of RT-qPCR for the determination of glucose transporter proteins Glutl/2/4 mRNA
and glycolysis-related HK2 mRNA, PKM2 mRNA, G6PC mRNA, LDHA mRNA, LepR mRNA, HIF-
lamRNA. Results: Compared with control group, UC mice showed obvious intestinal inflammation, and exhibi-
ting different degrees of blood in the stool, diarrhea and weight loss. The body weight of mice in each dose group
of Chinese medicine were significantly higher than that of model group(P <C0.05). The DAI of mice in model
group was significantly higher than that of control group(P<C0. 05), and the DAI of mice in each dose group of
the QCWZD decreased significantly(P<C0. 05). Mechanistically, the content of CD4™ Ty cells in the lamina prop-
ria of mice in the model group were significantly higher than those in the control group (P <C0.05). While the
CD4 " Trucells content was significantly reduced(P<C0. 05) after the intervention with the QCWZD. The levels of
Glutl/2/4 mRNA. LepR mRNA, HIF-lamRNA, HK2mRNA, PKM2mRNA, LDHA mRNA. G6PC mR-
NA were increased(P<C0. 05) or tended to be decreased in model group mice compared with control group, and
themRNA detected in QCWZD group were decreased(P<C0. 05) or tended to be decreased compared with model
group. Conclusion: QCWZD may be used to treat UC by inhibiting glycolytic metabolism, thereby regulating

31 %

CD4 " Trycells immune homeostasis.
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