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Abstract Objective: To explore whether Qidi Tongbian Prescription plays a role in the treatment of slow
transit constipation(STC) through the presence of intestinal flora and to study the effect of Qidi Tongbian Pre-
scription on intestinal flora of STC mice. Methods: In experiment 1, 25 BALB/c mice were divided into 5 groups.
Except the blank group, loperamide hydrochloride(10 mg/kg) was given intragastric administration for 14 days to
establish the model. The antibiotic group was given a free drink of antibiotic mixture. the Chinese medicine group
was given a Qidi Tongbian Prescription(18. 906 g/kg) by gavage, and the Chinese medicine + antibiotics group
was given a Qidi Tongbian Prescription by gavage + free drink of antibiotic mixture. The general condition, body
weight, fecal moisture content and quantity, small intestinal propulsion rate, colon histology,and fecal DNA con-
tent of mice were used to evaluate the efficacy of Qidi Tongbian Prescription and whether it depended on the exist-

ence of intestinal flora. In experiment 2, 20 BALB/c mice were divided into 4 groups. Except for the blank group,
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loperamide hydrochloride(10 mg/kg) was administrated by gavage for 14 days to establish an STC mouse model,

and then Qidi Tongbian Prescription(18. 906 g/kg) and positive drug lactulose(3 mg/kg) were administrated by

gavage for 14 days. The changes in intestinal flora in mice were investigated by 16S rDNA gene sequencing. Re-

sults: In experiment 1, it was found that fecal DNA content in the antibiotic group was significantly decreased

(P<C0.05), which confirmed that the antibiotic mixture method adopted in this study could effectively consume

intestinal flora and successfully establish intestinal pseudo-aseptic mice. Compared with the model group, fecal

moisture content. quantity, and small intestinal propulsion rate of the Qidi Tongbian Prescription group were sig-

nificantly increased(P <C0. 05), while there was no statistical difference in the above two aspects of Qidi Tongbian

Prescription + antibiotic group(P >>0. 05). The effect of the two groups was in stark contrast, which inversely

verified that Qidi Tongbian Prescription was dependent on the presence of intestinal flora to treat STC. In experi-

ment 2, it was found that Qidi Tongbian Prescription could improve the intestinal flora diversity and structure of

STC mice, especially by reducing firmicutes, increasing the abundance of Bacteroides, and reducing the ratio of

firmicutes to Bacteroides. Conclusion: The effects of Qidi Tongbian Prescription on STC depended on the presence

of intestinal flora, and it could regulate the intestinal flora of STC mice.
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