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To explore the new mode of action mechanism of Traditional Chinese

Medicine from intestinal microecology
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Abstract  Traditional Chinese Medicine(TCM) is a unique medical resource and scientific and technological
resource in China. However, the mechanism of action of TCM has not been fully revealed, which greatly limits
the innovation and development of TCM. TCM and Western medicine(mainly chemical drugs) are different in the
origin, discovery process, guiding theory, and action characteristics. It is often not enough to explore the mecha-
nism of action of TCM using the existing research model of Western medicine. Intestinal microecology is a gener-
ally ignored "organ" that affects the health of the host. From the perspective of intestinal microecology. this paper
analyzes a variety of scientific models of the indirect action mechanism of TCM with intestinal microecology as the
center, to reveal the mechanism of TCM and promote the research and development of new drugs.
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