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Abstract Objective: To investigate the effect of Shenque acupoint acupuncture combined with Tuina on the
gut microbiota of patients with functional constipation. Methods: Eighty patients with functional constipation at-
tending our hospital were selected and divided into control group, Shenque acupoint acupuncture group, Tuina
group and Shenque acupoint acupuncture combined with Tuina group with 20 cases in each group using the ran-
domized grouping principle. The control group was not given treatment, the Shenque acupoint acupuncture group
was given electroacupuncture of Shenque acupoints, the Tuina group was given abdominal Tuina treatment, and
the Shenque acupoint acupuncture combined with Tuina group was given electroacupuncture of Shenque acupoints
and abdominal Tuina treatment, and the clinical efficacy was compared after treatment, and stool samples were
collected for 16S rDNA gene sequencing. Results: After treatment, the total phase rate and stool trait improve-
ment rate were significantly higher in the Shenque acupoint acupuncture combined with Tuina group (P <C0. 05);

Among the gut microbiota, the abundances of Roseburia and Bacteroides were higher in the control group, and
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the relative abundances of Roseburia » Bacteroides, Megamonas, Faecalibacterium and Blautia were increased in

the Shenque acupoint acupuncture combined with Tuina group. Conclusion: The treatment of patients with func-

tional constipation using Shenque acupoint electroacupuncture combined with Tuina has a good therapeutic effect

and has the effect of regulating the structure of the gut microbiota of patients.
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