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Expression of long non-woven RNA BC015134 and its downstream

target genes in gastric cancer and its clinical significance
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Abstract Objective: To investigate the expression of long-chain non-woven RNA BC015134 and its down-
stream target genes in gastric cancer and its clinical significance. Methods: Retrospectively 50 pairs of cancer tis-
sues and adjacent tissues from patients who underwent radical gastrectomy in Luwan Branch of Ruijin Hospital
Affiliated to Shanghai Jiao Tong University School of Medicine from January 2018 to January 2019 were selected
as the research objects. Real-time PCR detected the expression of BC015134 and matrix metalloproteinase 11
(MMP11) in gastric cancer and adjacent tissues, evaluated its specificity, and analyzed it The relationship between
the expression of BC015134 and MMP11 the clinicopathological characteristics of gastric cancer, spearman ana-
lyzed the correlation between BC015134 and MMP11, and the ROC curve was used to analyze the diagnostic value
of BC015134 and MMP11 in gastric cancer patients. Results: The expression of BC015134 and MMP11 in gastric
cancer was detected. The real time PCR method had high specificity and single peak specificity of fusion curve; the
relative expression of BC015134 in gastric cancer was significantly lower than that in adjacent tissues(P <C0. 001) ,

and the relative expression of MMP11 in gastric cancer was significantly higher than that in adjacent tissues(P <<
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0.001); BC015134 and MMP11 expression The level is closely related to TNM stage, degree of differentiation,

degree of tumor invasion, distant metastasis and lymphatic metastasis(P<C0. 05), but not related to age, gender

and tumor size (P >>0.05); the expression level of bc015134 was negatively correlated with the expression of
MMP11(r=—0.367, P<<0.05); the ROC curve area of BC015134 in gastric cancer tissue for diagnosis of gastric
cancer was 0. 801(95%CI 0.721—0. 890, P<C0.001), the ROC curve area of MMP11 in gastric cancer tissue for
diagnosis of gastric cancer was 0. 713(95%CI 0.613—0. 821, P<(0.001), and the ROC curve area of BC015134
and MMP11 in gastric cancer tissue for joint diagnosis of gastric cancer was 0. 868(95% CI 0.798—0. 934, P<<

0.001). The ROC curve area of BC015134 and MMP11 in the diagnosis of gastric cancer was significantly better
than that of BC015134 and MMP11 alone(P<C0. 05). Conclusion: BC015134 The expression was reduced in gas-

tric cancer tissues, and was negatively correlated with its downstream target gene MMP11. In clinicopathological

features, it was found that patients with increased expression of BC015134 were more likely to have distant metas-

tasis and lymphatic metastasis, and the TNM stage, degree of differentiation and tumor infiltration were more se-

rious. The combined detection of BC015134 and MMP11 had high diagnostic value for gastric cancer.

Key words gastric cancer; long non-woven RNA; BC015134; matrix metalloproteinase 11
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