2022 4F o[ P R 2 A I AL A AR
30 4 10 ] Chin J Integr Trad West Med Dig . 723

4

&l

L7 5 T 4 @ 26 (- 12 B/ RNA-22 7K
5 9 A8 Il A BRI B R DG AR 4 A

FEAL RA' RBRE FiRE'

5

(WE] BH WG ER4EEE A H-12(MMP-12) K F . /) RNA-22(miR-22) mRNA #H X% 2 3k & %
B g HE I PR FRARAE AR . T3k - PR BR 2020 4E 2 A —2021 4F 2 AYIG R 90 1) B R R E IR SE R &, WK
B Y I RS AR AE , RS DU 1 7E MMP-12 7K . miR-22 mRNA %} %35 &, 48 #7 1l 7 MMP-12 7K F . miR-22
mRNA X 35 1 0 B 58 B H R AR IE 52, R Mg Al B e b B 3 CINM 431 I~ IV 3 i
B IML3E MMP-12 KV TR A R 5 8 Ry i E TNM o I ~ I EH . HERERITHE (P
0.05);miR-22 mRNA #ixF F L B LT IR AN AR LY WEH INM 0 1 ~ TR H, . WEREG5I*#
B (P<C0.05), [EIHAFHrEs 3R Bos, MG MMP-12 /K miR-22 mRNA AH X 223k & 5 5 9 8 35 00 1n PR s 31 4
fEA X (P<C0.05) . £l Z i TAERRAE M 4R, 45 3 R B B 7 MMP-12 /K F . miR-22 mRNA #i %} ik
w2 PEAG PR AN L B8 LB RO TN i 43 300 XU RS B9 fil 288 T T AL X = 0. 70, A A {8 5 BARL, LT 2 K 5 T4 A9 4
iR . 8518 17 MMP-12 KF .miR-22 mRNA A%} & ik i 5 B 5 83 0916 R BLARAE B — 2 A o6 4k

[E8R] BE;ER4eREA-12: 80N RNA-22; 0 : #5201k

DOI:10. 3969/j. issn. 1671-038X. 2022. 10. 08

[(FE4S%ES] R73 [xHkFrFRD] A

Analysis on correlation between serum matrix metalloproteinase-12,
microRNA-22 levels and clinicopathological features of

patients with gastric cancer
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(Department of Gastroenterology, Hainan Western Central Hospital , Danzhou, Hainan,571799,
China)
Corresponding author:LI Juyuan, E-mail: promiscuitything@163. com

Abstract Objective: To investigate the effect of serum matrix metalloproteinase-12(MMP-12) level and rela-
tive expression of microRNA(miR) -22 mRNA on clinicopathological characteristics in patients with gastric canc-
er. Methods: Ninety patients with gastric cancer from February 2020 to February 2021 were prospectively select-
ed. The clinicopathological characteristics of patients was observed, the serum MMP-12 level and the relative ex-
pression of miR-22 mRNA of patients were detected, the effect of serum MMP-12 level and miR-22 mRNA rela-
tive expression on clinicopathological characteristics in patients with gastric cancer were analyzed. Results: The
levels of serum MMP-12 in patients with metastasis and diffusion of tumor cells and patients with stage [l — IV
were higher than those in patients without metastasis and diffusion of tumor cells and patients with stage | — I ,
the relative expression of miR-22 mRNA was lower than that in patients without metastasis and diffusion of tumor
cells and patients with stage | — I . the difference was statistically significant(P <C0. 05) ; the results of regres-
sion analysis showed that the serum MMP-12 level and relative expression of miR-22 mRNA were related to the
clinicopathological features of patients with gastric cancer(P<C0. 05) ; the receiver operating curve was drawn, the
area under the curve of the serum MMP-12 level and the relative expression of miR-22 mRNA in gastric cancer pa-
tients for predicting the risk of tumor cell metastasis, diffusion and high TNM staging were >0. 70, the predictive
value was ideal, and the joint prediction value was the best. Conclusion: The serum MMP-12 level and the relative
expression of miR-22 mRNA are correlated with the clinicopathological features of patients with gastric cancer.

Key words gastric cancer; matrix metalloproteinase-12; microRNA-22; staging; transfer; differentiation
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