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Abstract Objective: To observe the clinical efficacy of Qishen decoction on patients with nonalcoholic steato-
hepatitisCtNASH) and its influence on gut microbiota. Methods: Thirty patients with NASH were randomLy di-
vided into treatment group(n=15) and placebo group(nz =15). The treatment group was treated with Qishen de-
coction, and the placebo group was treated with Qishen decoction simulant for 4 weeks. The changes of biochemi-
cal and fibrosis indexes were observed before and after treatment. Another 15 healthy subjects were selected as the
control group. Fecal samples were collected and the diversity and abundance of gut microbiota in each group were
detected by 16S rRNA. Results: Compared with before treatment, AST, ALT, GGT, TC, TG, HA, LN, PIlI
NP, CIV, LSM and CAP levels in Qishen decoction group were decreased, and the level of HDL was increased.,
differences were statistically significant(P<C0. 05), and the Qishen decoction group was significantly better than

placebo group after treatment(P <C0.05). The results of correlation analysis showed that the abundance of Phas-
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colarctobacterium, Lactobacillus. Bifidobacterium, and Akkermansia were significantly negatively correlated with
LN, HA, PIINP, CIV, CAP. LSM, and GGT levels(P<C0. 05), while the abundance of Fusobacterium, Copro-
coccus, Bilophila, and Prevotella were positively correlated with LN, HA, PII NP, CIV, CAP, LSM, and GGT

respectively, and these differences were statistically significant( P <C0. 05). In addition, after treatment, OTU,

Chaol and Shannon index of Qishen decoction group were significantly increased, while Simpon index was signifi-

cantly decreased when compared with those before treatment and healthy subjects(P<C0. 05). At the same time,

Qishen decoction can significantly increase the abundance of Clostridium, Roseburia, Eubacterium, Phascolarcto-

bacterium, Lactobacillus, Parabacteroides, Pseudomonas, Bifidobacterium, Corynebacterium, and Akkermansia,

and reduce the abundance of Faecalibacterium, Peptostreptococcus, Erysipelatoclostrium, Flavobacterium, Bilo-

phila, and Escherichia, and these differences were statistically significant(P <C0. 05). Conclusion: Qishen decoc-

tion can improve liver function, dyslipidemia and fibrosis by increasing the diversity and restoring the homeostasis

of NASH gut microbiota.

Key words Qishen decoction;nonalcoholic steatohepatitis;clinical efficacy;gut microbiota
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BIT 443.12413.2172% 498, 78+19. 17" 4.1640.91"% 0.4340.11"%"
BT R 406, 27+13. 67 482.28418.42 3.3840.33 0.8640.16

3 seilE| 15 R .. o
BT A 409. 53+18. 95 454.734+13.13 3.48=+0. 34 0.8840.12
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NAFLD IF Bk 42 BRI A% A8 1Y 32 22 5L Al s 1A
PLAEFSEIA A NAFLD B9 &R ok B« k3T 7%
Ut AF 3T AR K Bl 2 X FEF R IR AL, 2 AT
2E UL R B A7 ) 2F B A AT R AT AR
INATE NAFLD (T8 il 78 v R 5 R HEHT T 5 3L
JE 7 4 % S 5 DA B A 1) U 5 1 D7 T 2 A A
PEIA . b B Ui 5 R 7 1R 5 S5O 40 B 9 H o — R
) A8 0 ff 5 R L O L o 40 B 5 T B ok A T
fi8 o DA AE — 25 348 I JBR 15 28 R0 A JE %o 453 403 I
FURMED . ARG R B R, ES 7MW B E
B NASH &3 TC.TG F#ghn HDL ) 7KF ,iX
55 1 i I AE Sl W S 06 A A R A5 SR A — B, 1E
C AT IR Bl A A A R I A G SR A L AR
PE B AR S AL T BOK I 1 1 R 1 7 AR R B
Beig ), B E BRI AR SRR 2 R Y B S K
o 5 1 40 1R DR % 38 L B BT o AR A A AR L DA
FEOY NAFLD 9 kAT, o & i Ak nl
L5 B0 40 453 45 R R BE L T 4853493 040 40 Bt i o i
S e N IR i T (1 RS 2 R A )
AT IR A AT IE NG T R AR N B kAT
R AL L RORE BN BE VT R AT L 3 W sk 15 2
st 22 350k i 18 B R 25 DX 3R 34 ] 5 o 3 ) sl A
HAEH #m NAFLD (% % A~ & 5 of #2 . M i X
NAFLD #f“ZEITH7",

JFF U 127 8 A A2 4 Ak 0O 35 4R Ry ) e T 48
i 1Y 55 B A AR HR A L X e 25 R 9T RO B oA —
ERTE S E L, BRIFA 4tk br sl B2 AR
1G22 Wi Xt T JF 45 4 1k 1932 W fnor sk EE B
B Mk B 22 B BF 9T BT IESE . CAP J& 8 NAFLD 4§
A JUT A 1 TR I v B I e A T 1 T i L L BB A o
it DX 0 2 38 R b o VE O g D AT L B Ah B AR
K LSM {8 5 JHJIE (9 2 5 #2 B L 47 e K7 2 81
R IEAR TS R A 2 B B 5 R AR
ASCAG I 110 775 20 66 | IR L 41 2 AL 48 B L 38 45 A IR A1
FERAERN AR =W, FREGRER, 276
i 1 3% NASH B35 09 JF 2 58 K L B AR T 21
Aefbd8Fr LNLHA.PII NP #1 CIV /K F, 5k
MRS, S a5 B E R L NASH % LSM #
CAP i, HyF s B L FLENA, XRHKESG

TEPRCE AR 105 72 200 1 458 40 0 21 i Ak D7 T HAT 34
B I7 2L

F T M T I JOE Y U5 T VR 2 0 HL G Gk
[T BRAH % L R E W S NAFLD Z [RI A4 78 %
VIR OCHR . Wi vh i PR EE 88 3= 4l 1 S AR ™ 9
FIE 0% 3 o 1] ¥ Ik 1 A JHF JUE A TTT 375 5 JF U 4 s A 38
FGAE R R, [ 25 A TR B H AR i ) Ak g
AR SR 20 L TR T M T A0 R S R P — R B iE
IO P B R O o] % R SR AR B2 PR A B ) 0 AR
HIEADFSE G SEmh b, o T 3 — 2B 5 EE S IR TT
YEHT S A 5% 3 3k 22 BB 3R 6 R B 7 ik R K2 A
¥AI7 )5 OTU,Chaol 1 Shannon 8 % 5 [F) 4436 J7 Aif
Ko Al B A7 L A 35 B S B4, Simpon $5 £ 1 B
X, X RS RE 0 0 3 i NASH /& % 15 18 14
BERY ZREME: . MM B 45 SR i 7R Phascolarctobac-
terium, Lactobacillus, Bifidobacterium, Akkermansia
B R 193 20315 LNLUHAPIINP,CIV ,CAP,LSM
1 GGT /K &2 #l & 3% 1 A1 5&, M Fusobacterium,
Coprococcus. Bilophila 1 Prevotella B J& 1 3 & 43 51
5 LN.HA.PIINP.CIV,.CAP.LSM #1 GGT /K&
P A, RS e 3% NASH &4 I iH
/1 Phascolarctobacterium, Lactobacillus, Bifidobacteri-
um Fl Akkermansia W J& 3B, X LR JE 1 fE 5 K S
Dk NASH 85 JIF 805 L 105 A0 £ 4 4L 9 1
WU, Bk circos AT R EHE S FIHRIT
Ji Akkermansia B J& 1 F4 B8 LG 38 I a5 ok 2 DRI
Akkermansia W J& 19 F BE 3 N Al BB & (€ 2 14 0
NASH RIE JEFRE R MG HEE NIRRT Z —,
Akkermansia muciniphila & Akkermansia & J& )
FE R — 5, F 2004 4F i Derrien 40 &5, i 4F
3k L ok i £ 1) BF 9% 6 1 Akkermansia muciniphila
PTE A 1 AR 2R L rh A 1 AR B AR I
B DR L JHFIE 3 998 RO I A5 8 0 45, B A
EHR L Akk A B 8 LR AT R UL AT TR
ZJEW T — AR .

iR, K ST Re s % 3% NASH B &
JHA5 05 < 11 0 2F 4E Ak K- o HAE TP AT AE 2 i
I 14 i 7 3 TR R R 2o R R 5 TR R AR S SR Y
HA S E M Akkermansia B &8 1] G876 26
J7 NASH Rk #35 d i EH] .
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