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Surface-enhanced laser desorption ionization time-of-flight mass spectrometry

used to screen serum diagnostic markers of early gastric cancer
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Abstract ;[ Objective ] To screen specific protein markers in patients with early gastric cancer. [ Methods ]
CMI10 protein chip and Surfaceenhanced laser desorption ionization timeofflight mass spectrometry(SELDI-
TOF-MS) were used to analyze the serum protein profiles of patients(n2=24) with gastric high-grade intra-
epithelial neoplasia(HGIEN), | /Il gastric cancer and [l /IV gastric cancer. [ Results ]Compared with pa-
tients of high-grade intraepithelial neoplasia(HGIEN) , there were 37 protein expression differences in the
gastric cancer group. Nine of the 37 proteins showed different abundance expression in stage [ /Il gastric
cancer group and stage [l[ /IV gastric cancer group (P <C0.05),among which 2687.5 Da, 6271.2 Da and
6779. 3 Da were significantly different(P<0.01)),2687.5 Da was up-regulated,6271. 2 Da and 6779. 3 Da
were down-regulated in high-grade intraepithelial neoplasiaCHGIEN) group, | /Il gastric cancer group and
[/ IV gastric cancer group. With these three proteins,a predictive diagnostic model was constructed and
verified by blind method. The sensitivity and specificity of the model were 77. 78% and 88. 89 % respective-
ly. [Conclusion ] These three proteins may be specific biological protein markers for the diagnosis of early
gastric cancer.
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